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STATEMENT AS REQUIRED UNDER 37 C.F.R. $ 1 .825(a) AND (b) g 
AND STATEMENT AS REQUIRED UNDER 37 C.F.R. § 1.821(g) 



BOX SEQUENCE 

Commissioner for Patents 
Washington, D.C. 20231 

Sir: 

Submitted herewith is a substitute computer readable form and a substitute paper copy of 
the sequence listing of those sequences in the captioned patent application, wherein minor errors 
have been corrected. The substitute computer readable form of the sequence listing is the same 
as the substitute paper copy of the sequence listing. The sequence information provided in the 
Specification is also the same as the sequence listing of the enclosed substitute computer 



H: 4S8899(9»/.3701!.DOC) 



Please direct all future communications regarding this application as follows: 



Matthew L. Madsen 

HOWREY SIMON ARNOLD & WHITE, LLP 
750 Bering Drive 
Houston, Texas 77057-2198 
(713) 787-1400 



Reg. No. 29,775 

HOWREY SIMON ARNOLD & WHITE, LLP Attorney for Assignee 



Respectfully submitted, 




750 Bering Drive 
Houston, Texas 77057-2198 
(713) 787-1400 



INNOGENETICS N.V. 
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Raw Sequence Listing 



ERROR DETECTED SUGGESTED CORRECTION SERIAL NUMBER: J 

ATTN: NEW RULES CASES: PLEASE DISREGARD ENGLISH "ALPHA" HEADERS, WHICH WERE INSERTED BY PTO SOFTWARE 



R: 



Wrapped Nuclei cs 

Wrapped Aminos 



_Misaligncd Amino 
Numbering 



Patentln 2.0 



Skipped Sequences 

(OLD RULES) 



The number/text at (he end of each line "wrapped" down to the next line. This may occur if your file 
was retrieved in * word processor after creating iL Please adjust your right margin to J; this will 
prevent "wrapping." 

The rules require that a line not exceed 72 characters in length, "this includes white spaces. 

The numbering under each 5* amino acid is misaligned. Do not use tab codes between numbers; 
use space characters, instead. 

The submitted file was not saved in ASCII(DOS) text, as required by the Sequence Rules. Please 
ensure your subsequent submission Is saved In ASCII text. 

Sequences) contain n's or Xaa's representing more than, one residue. Per Sequence Rules, 

each n or Xaa can only represent • single residue. Please present the maximum number of each 
residue having variable length and indicate in the <220>-<223> section that some may be missing. 

A "bug" in Patentln version 2.0 has caused ftft <220>-<223> section to be missing from amino acid 

sequencers) . Normally, Patentln would automatically, generate this section from the 

previously coded nucleic acid sequence. Please manually copy the relevant <220>-<223> section to 
the subsequent amino acid sequence. This applies to the mandatory <220>-<223> sections for 
Artificial or Unknown st 



Sequence's) missing. If intentional, please insert the following lines for each skipped sequence: 

(2) INFORMATION FOR SEQ ID NO:X: (insert SEQ ID NO where "X" is shown) 
(i) SEQUENCE CHARACTERISTICS: (Do not insert any subheadings under this heading) 

(xi) SEQUENCE DESCRIPTION:SEQ ID NO:X: (insert SEQ ID NO where "X" is shown) 
This sequence is intentionally skipped 

Please also adjust the "(ii) NUMBER OF SEQUENCES." response to Include the skipped sequences. 

Sequence(s) missing. If Intentional, please insert the following lines for each skipped sequence. 

<2 10> sequence id number 
<400> sequence id number 



_Useofn'sorXaa' 
(NEW RULES) 



Invalid <213> 
Response 



_PatentIn 2.0 
"bug" 



Use of n's and/or Xaa's have been detected in the Sequence Listing. 

Per 1.823 of Sequence Rules, use of <220>-<223> is MANDATORY if n's or Xaa's are present. 

In <220> to <223> section, please explain location of n or Xaa, and which residue n or Xaa represents. 

Per 1 .823 of Sequence Rules, the only valid <2 1 3> responses are: Unknown, Artificial Sequence, or 
scientific'name (Genus/species). <220>-<223> section is required when <213> response is Unknown or 
is Artificial Sequence 



f ^ U missing the <220> <Fa 



Sequences) (_ trussing the <220> Feature" and associated numeric identifiers and responses. 

Useflf <220> to <223> is MANDATORY if <2I3> "Organism" response is "Artificial Sequence" or 

"Unknown." Please explain source of genetic material in <220> to <223> section. 

(See "Federal Register," 06/01/1998, Vol. 63, No. 104, pp. 29631 J2) (Sec. 1.823 ofSequence Rules) 

Please do not use "Copy to Disk" function of Patentln version 2.0. This causes a corrupted file, 
resulting in missing mandatory numeric identifiers and responses (as indicated on raw sequence 
listing). Instead, please use "File Manager" or any other manual means to copy file to floppy disk. 



~ h can only be used to represent a single nucleotide in a nucleic acid sequence. N is not used to represent 
any value not specifically a nucleotide. 



AMC/MH - Biotechnology Systems Branch -08/21/2001 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/943,983 



DATE: 09/20/2001 
TIME: 13:08:01 



Input Set : A:\ES.txt 

Output Set: N:\CRF3\09202001\I94 3983.raw 




<110> APPLICANT: Stuyver, Lieven 
Louwagie, Joost 
Rossau, Rudi 

<120> TITLE OF INVENTION: METHOD FOR DETECTION OF DRUG- INDUCED MUTATIONS IN THE 



Does Not Comply 
Correct Diskette Needed 



TRANSCRIPTASE GENE 

FILE REFERENCE: 11362 . 0008 . DVUS02 INNS008--3 
CURRENT APPLICATION NUMBER: US/09/943,983 
CURRENT FILING DATE: 2001-08-31 

PRIOR APPLICATION NUMBER: ■ ft -8 /913'833 - now US/6,087, 093 
PRIOR FILING DATE: 1997-09-15 
PRIOR APPLICATION NUMBER: PCT/EP 97/00211 
PRIOR FILING DATE: 1997-01-17 
PRIOR APPLICATION NUMBER: EP 96870005.4 
PRIOR FILING DATE: 1996-01-26 
PRIOR APPLICATION NUMBER: EP 96870081.5 
PRIOR FILING DATE: 1996-06-25 
NUMBER OF SEQ ID NOS: 164 
SOFTWARE: Patentln version 3.0 
SEQ ID NO: 1 
LENGTH: 15 

TYPE: DNA ^ 

ORGANISM : (^Artificial Sequence 



50 
51 
52 

--> 54 
--> 54 

54 
55 
58 
59 
60 
61 

--> 63 



FEATURE: 

OTHER INFORMATION: 

SEQUENCE : 1 
agaaatggaa aagga 
<210> SEQ ID NO: 2 
<211> LENGTH: 15 
<212> TYPE: DNA 
^i^-^mGANISM <7frtif icigT 
^2f20> FEATURE: 
<223> OTHER INFORMATION: 
"bt^O^SEQUENCE : 2 
tgtacagaaa tggaa 
<210> SEQ ID NO: 3 
<211> LENGTH: 15 

<212> TYPE: DNA^^ N 

<2JL3^* -1 6«GANISM: Artificial sequence, 

/^220> FEATURE: 

\<2JJ3^0THER INFORMATION: 

<400> SEQUENCE: 3 

aaatggaaaa ggaag 

<210> SEQ ID NO: 4 

<211> LENGTH: 14 

<212^TYPE: DNA - — s 

jt213>pRGANISM: (Artificial sequence. 



^C220^/FEATURE: 



le://C:\CRF3\Outhold\VsrI943983.htm 
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rage z or © 



RAW SEQUENCE LISTING DATE : 09/20/2001 

PATENT APPLICATION: US/09/94 3,983 TIME: 13:08:01 

Input Set : A:\ES.txt 

Output Set: N:\CRF3\09202001\I943983.raw 



63(3223>)o , rHER INFORMATION: 

6 3 <4"UTJ> SEQUENCE : 4 
64 tacagagatg gaaa 

67 <210> SEQ ID NO: 5 

68 <211> LENGTH: 15 

69 <212> TYPE: DNA^^ ^ 

70 <X&\ ORGANISM<lArt lficial seque nce^ 
7 2/«2 0 Y\ FEATURE : 

72\^<22>» OTHER INFORMATION: 

72 <400> SEQUENCE: 5 

73 gtacagagat ggaaa 

76 <210> SEQ ID NO: 6 

77 <211> LENGTH: 15 



78 <212> TYPE: DNA 



79 <21jX^ORGANISM:C4rti ficial sequence ^ 
--> 81/<220>VeATURE: 
--> 8l(<223>/oTHER INFORMATION: 

81 <¥00> SEQUENCE: 6 

82 agagatggaa aaaga 

85 <210> SEQ ID NO: 7 

86 <211> LENGTH: 15 

87 <212> TYPE: DNA^. — , , 

88 <£13> ORGANISM CArtificial sequence^ 
--> 90/^2^>^tlEATURE: " 
--> 90(<223>>2PrHER INFORMATION: 

9 0 <WTJ^SEQUENCE : 7 
91 agaaatggag aagga 

94 <210> SEQ ID NO: 8 

95 <211> LENGTH: 14 

96 <212> TYPE: DNA _^ 

ORGANISM <C&rtificial sequence 

--> 99/<226> fV 

99\<223>^0THER INFORMATION: 

99 <4lT0> SEQUENCE : 8 

100 acagagatgg aaaa 

103 <210> SEQ ID NO: 9 

104 <211> LENGTH: 14 

105 <212> TYPE: DNA 



106 <^13^^RGANISM^rt^£iciaT^equence 
108/^0>F]EATURE: — " 

108^223>#THER INFORMATION: 

108 <Wtl> SEQUENCE: 9 

109 gtacagagat ggaa 

112 <210> SEQ ID NO: 10 

113 <211> LENGTH: 14 

114 <212> TYPE: DNA . 



115 <2^5>vORGANISMv^Artificial sequence J> 
117/X220> FEATURE: 
117\<223V / OTHER INFORMATION: 
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RAW SEQUENCE LISTING DATE: 09/20/2001 

PATENT APPLICATION: US/09/94 3,983 TIME: 13:08:01 

Input Set : A:\ES.txt 

Output Set: N:\CRF3\09202001\l94 3983.raw 



117 <400> SEQUENCE: 10 

118 cagagatgga aaag 

121 <210> SEQ ID NO: 11 

122 <211> LENGTH: 15 

123 <212> TYPE: DNA 

124 <213> ORGANISM <£ttificial sequence 
W--> 126 Jf2f2 tf? ^EATURE : 

W--> 126 (^223>/OTHER INFORMATION: 

126 <400> SEQUENCE: 11 

127 agaaatggaa aaaga 

130 <210> SEQ ID NO: 12 

131 <211> LENGTH: 14 

132 <212> TYPE: DNA^, ^ 

133 <2-W>\ORGANISM<r_Artif icial sequence; 
W--> 135/7220>)fEATURE: 

W--> 13^<223> OTHER INFORMATION: 

135 <400> SEQUENCE: 12 

136 gaaatggaaa aaga 

139 <210> SEQ ID NO: 13 

140 <211> LENGTH: 16 

141 <212> TYPE: DNA 



142 <2J.3> ORGANISM :<^ti f icial sequenc e^> 
W--> 144/<22ffOteATURE: 
W--> 14«<223> ^CfTHER INFORMATION: 
14 4>f4-fr05 SEQUENCE: 13 
145 cagaaatgga aaaaga 

148 <210> SEQ ID NO: 14 

149 <211> LENGTH: 16 

150 <212> TYPE: DNA 

151 <213>-ORGANISM: (Artificial Sequence"^ 



W--> 153/<5f20> FEATURE 
W--> 15 A. <223> JOTSSB. INFORMATION 

153 <*W> SEQUENCE : 14 

154 agaaatggaa aaagaa 

157 <210> SEQ ID NO: 15 

158 <211> LENGTH: 15 

159 <212> TYPE: DNA__ 



160 ^lj^ORGANISM^^Arti ficial seque nce^ 
W--> 162f <2i0>VEATURE: 
W--> 162\^223>^OTHER INFORMATION: 

162 <400> SEQUENCE: 15 

163 agaattggaa aagga 

166 <210> SEQ ID NO: 16 

167 <211> LENGTH: 15 

168 <212> TYPE: DNA _ 

169 <24^~^GANISM<^Artificial sequence. 
W--> 171 K22Q> E&ATURE: 

W--> 171 K223VOTHER INFORMATION: 
171 <400> SEQUENCE: 16 
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RAW SEQUENCE LISTING DATE: 09/20/2001 

PATENT APPLICATION: US/09/943,983 TIME: 13:08:01 

Input Set : A:\ES.txt 

Output Set: N:\CRF3\09202001\I943983.raw 



172 agagttggaa aagga 

175 <210> SEQ ID NO: 17 

176 <211> LENGTH: 14 

177 <212> TYPE: DNA 

178 <213^QRGANISM< CArtificial sequence ^,? 
-> 180^<220> J>EATURE: 

-> 180v_S223*^OTHER INFORMATION: 

180 <400> SEQUENCE : 17 

181 agagctggaa aagg 

184 <210> SEQ ID NO: 18 

185 <211> LENGTH: 14 

186 <212> TYPE: DNA— 

187 ^p^ORGANISMVAj^jjici al sequence ^ 
-> 189/^220> IIEATURE: 

-> 189(<223>>OTHER INFORMATION: 

189 \tW> SEQUENCE: 18 

190 agaactggaa aagg 

193 <210> SEQ ID NO: 19 

194 <211> LENGTH: 13 

195 <212> TYPE: DNA ____ 

196 <2J.3> ORGANISM :CArtificial sequence > 
-> 198^20f~i}EATURE: — 

-> 198 V<223>xOTHER INFORMATION: 

198 <4~0~0> SEQUENCE : 19 

199 gagctggaaa agg 

202 <210> SEQ ID NO: 20 

203 <211> LENGTH: 15 

204 <212> TYPE: DNA__ 

205 <^3>^RGANISMfCA£tificial sequence > 
-> 207/^22f0> J"EATURE: 

-> 2Qli <223>A>THER INFORMATION: 

207 >?4etf> SEQUENCE: 20 

208 acagaattgg aaaag 

211 <210> SEQ ID NO: 21 

212 <211> LENGTH: 14 

213 <212> TYPE: DNA_ 

214 <213> ORGANISM^Artificial sequence,? 
-> 216 X22?>~)'EATURE: " 

-> 216V^223> / OTHER INFORMATION: 

216 <400> SEQUENCE: 21 

217 acagaattgg aaaa 

220 <210> SEQ ID NO: 22 

221 <211> LENGTH: 14 

222 <212> TYPE: DNA .. ^ 

223 ^Sjl^TJRGANISM:*^^^ ) 
-> 225( <220> FEATURE: ~ ~ 

-> 225VQ2»^OTHER INFORMATION: 

225 <400> SEQUENCE: 2 2 

226 acagaactgg aaaa 
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RAW SEQUENCE LISTING DATE: 09/20/2001 

PATENT APPLICATION: US/09/943,983 TIME: 13:08:01 

Input Set : A:\ES.txt 

Output Set: N:\CRF3\09202001\I943983.raw 



229 <210> SEQ ID NO: 23 

230 <211> LENGTH: 14 

231 <212> TYPE: DNA ^ 

232 <213^QRGANISMiCA^tif icial -gequenpe 
/--> 234 X2lfr> BEATURE: 

/--> 234 (<223>^OTHER INFORMATION: 

234 <4~0"6> SEQUENCE : 23 

235 agaattggaa gagg 

238 <210> SEQ ID NO: 24 

239 <211> LENGTH: 15 

240 <212> TYPE: DNA _ ' 

241 <213>^i^GANISM<^rtlficial sequence"" - " 

/--> 243 «f20> FEATURE: " 

f--> 243 V(223^-dTHER INFORMATION: 

243 <400> SEQUENCE: 24 

244 cagaattgga agagg 

247 <210> SEQ ID NO: 25 

248 <211> LENGTH: 15 

249 <212> TYPE: DNA _____ 

250 <^^RGANISM:S^ificial sequence^ 

!--> 252/<22<J> MATURE: — 

/--> 252v^223>^>THER INFORMATION: 

252 <?Xjrj> SEQUENCE: 25 

253 agaattggaa gagga 

256 <210> SEQ ID NO: 26 

257 <211> LENGTH: 14 

258 <212> TYPE: DNA, — . 

259 ^13^^RGANISM.C_^ificial sequence 

/--> 26l/<220>^ , EATURE: _ " 

l--> 261\<2J3> / OTHER INFORMATION: 

261 <400> SEQUENCE: 26 

262 agaactggaa gagg 

265 <210> SEQ ID NO: 27 

266 <211> LENGTH: 15 

267 <212> TYPE: DNA . 

268 <2i3^0RGANISM:C^rtificial sequence 

f--> 270 /226> FEATURE: " — 

f--> 270 1$223>J>THER INFORMATION: 

270 <4TJD> SEQUENCE : 27 

271 cagaactgga agagg 

274 <210> SEQ ID NO: 28 

275 <211> LENGTH: 15 

276 <212> TYPE: DNA ^- — ^ 

277 <^^\ ORGANISM:CArti£icial sequence^ 
f--> 279/^20> JFEATURE: 

f--> 279V <223Jy[ QTHER INFORMAT ION: 

279^3TFu>SEQUENCE: 28 " 

280 agaactggaa gagga 
_!83 <210> SEQ ID NO: 29 



The types of errors shown exist througjhmrt 

the Sequence Listing. Please check subsequent 
sequences for similar errors. 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/943,983 



DATE: 09/20/2001 
TIME: 13:08:02 



12 M:270 C: 

13 M:271 C: 
36 M:258 W: 
36 M:258 W: 
45 M:258 W: 
45 M:258 W: 
54 M:258 W: 
54 M:258 W: 
63 M:258 W: 
63 M:258 W: 
72 M:258 W: 
72 M:258 W: 
81 M:258 W: 
81 M:258 W: 
90 M:258 W: 
90 M:258 W: 
99 M:258 W: 
99 M:258 W: 
108 M:258 W: 
108 M:258 W: 
117 M:258 W: 
117 M-.258 W: 
126 M:258 W: 
126 M:258 W: 
135 M:258 W: 
135 M:258 W: 
144 M:258 W: 
144 M:258 W: 
153 M:258 W: 
153 M:258 W: 
162 M:258 W: 
162 M:258 W: 
171 M:258 W: 
171 M:258 W: 
180 M:258 W: 
180 M:258 W: 
189 M:258 W: 
189 M:258 W: 
198 M:258 W: 
198 M:258 W: 

:207 M:258 W: 
207 M:258 W: 
216 M:258 W: 
216 M:258 W: 
225 M:258 W: 
225 M:258 W: 
234 M:258 W: 
234 M:258 W: 



Input Set : A:\ES.txt 

Output Set: N:\CRF3\09202001\l943983.raw 

Current Application Number differs, Replaced Current Application Number 

Current Filing Date differs, Replaced Current Filing Date 

Mandatory Feature missing, <220> FEATURE: 

Mandatory Feature missing, <223> OTHER INFORMATION: 

Mandatory Feature missing, <220> FEATURE : 

Mandatory Feature missing, <223> OTHER INFORMATION: 

Mandatory Feature missing, <220> FEATURE: 

Mandatory Feature missing, <223> OTHER INFORMATION: 

Mandatory Feature missing, <220> FEATURE: 

Mandatory Feature missing, <223> OTHER INFORMATION: 

Mandatory Feature missing, <220> FEATURE: 

Mandatory Feature missing, <223> OTHER INFORMATION: 

Mandatory Feature missing, <220> FEATURE: 

Mandatory Feature missing, <223> OTHER INFORMATION: 

Mandatory Feature missing, <220> FEATURE: 

Mandatory Feature missing, <223> OTHER INFORMATION: 

Mandatory Feature missing, <220> FEATURE : 

Mandatory Feature missing, <223> OTHER INFORMATION: 

Mandatory Feature missing, <220> FEATURE: 

Mandatory Feature missing, <223> OTHER INFORMATION: 

Mandatory Feature missing, <220> FEATURE: 



<223> OTHER INFORMATION: 
<220> FEATURE: 
<223> OTHER INFORMATION : 
<220> FEATURE: 



Mandatory Feature missing 
Mandatory Feature missing, 
Mandatory Feature missing, 
Mandatory Feature missing, 
Mandatory Feature missing, <223> OTHER INFORMATION: 
Mandatory Feature missing, <220> FEATURE: 
Mandatory Feature missing, <223> OTHER INFORMATION: 
Mandatory Feature missing 
Mandatory Feature missing 
Mandatory Feature missing 
Mandatory Feature missing 



<220> FEATURE: 
<223> OTHER INFORMATION: 
<220> FEATURE: 
<223> OTHER INFORMATION : 



Mandatory Feature missing, <220> FEATURE: 



<223> OTHER INFORMATION: 
<220> FEATURE: 



Mandatory Feature missing 
Mandatory Feature missing 
Mandatory Feature missing, <223> OTHER INFORMATION 
Mandatory Feature missing, <220> FEATURE: 
Mandatory Feature missing, 
Mandatory Feature missing, 
Mandatory Feature missing, 
Mandatory Feature missing, 
Mandatory Feature missing, 
Mandatory Feature missing, 
Mandatory Feature missing, 
Mandatory Feature missing, 
Mandatory Feature missing, 



<223> OTHER INFORMATION: 
<220> FEATURE: 
<223> OTHER INFORMATION: 
<220> FEATURE: 
<223> OTHER INFORMATION: 
<220> FEATURE: 
<223> OTHER INFORMATION: 
<220> FEATURE: 
<223> OTHER INFORMATION: 



Mandatory Feature missing, <220> FEATURE: 
Mandatory Feature missing, <223> OTHER INFORMATION: 
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VERIFICATION SUMMARY DATE: 09/20/2001 

PATENT APPLICATION: US/09/94 3,983 TIME: 13:08:02 



Input Set : 
Output Set: 

243 M:258 W: Mandatory Feature 

243 M: 258 W: Mandatory Feature 

252 M:258 W: Mandatory Feature 

252 M:258 W: Mandatory Feature 



A:\ES.txt 

N:\CRF3\09202001\I943983.raw 

missing, <220> FEATURE : 

missing, <223> OTHER INFORMATION: 

missing, <220> FEATURE: 

missing, <223> OTHER INFORMATION: 
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